
1SCIeNTIFIC RePoRTS | 7:45130 | DOI: 10.1038/srep45130

www.nature.com/scientificreports

Absence of a gestational diabetes 
phenotype in the LepRdb/+ mouse 
is independent of control strain, 
diet, misty allele, or parity
Jasmine F. Plows1,*, XinYang Yu2,3,*, Ric Broadhurst4, Mark H. Vickers1, Chao Tong2,3, 
Hua Zhang2,3, HongBo Qi2,3, Joanna L. Stanley1 & Philip N. Baker2,3,5

Treatment options for gestational diabetes (GDM) are limited. In order to better understand 
mechanisms and improve treatments, appropriate animal models of GDM are crucial. Heterozygous 
db mice (db/+) present with glucose intolerance, insulin resistance, and increased weight gain during, 
but not prior to, pregnancy. This makes them an ideal model for GDM. However, several recent studies 
have reported an absence of GDM phenotype in their colony. We investigated several hypotheses for 
why the phenotype may be absent, with the aim of re-establishing it and preventing further resources 
being wasted on an ineffective model. Experiments were carried out across two laboratories in two 
countries (New Zealand and China), and were designed to assess type of control strain, diet, presence of 
the misty allele, and parity as potential contributors to the lost phenotype. While hyperleptinemia and 
pre-pregnancy weight gain were present in all db/+mice across the four studies, we found no consistent 
evidence of glucose intolerance or insulin resistance during pregnancy. In conclusion, we were unable to 
acquire the GDM phenotype in any of our experiments, and we recommend researchers do not use the 
db/+ mouse as a model of GDM unless they are certain the phenotype remains in their colony.

Gestational Diabetes (GDM) is defined as glucose intolerance that develops or is first recognised during preg-
nancy. It affects an estimated 7–18% of pregnancies in the United States, and up to 20% of pregnancies in some 
populations1,2. GDM is a serious concern because of the significant short-term and long-term health conse-
quences it can have for both the mother (increased risk of surgical delivery, pre-eclampsia and type 2 diabetes 
in later life) and the fetus (increased risk of macrosomia, birth injury, future obesity and type 2 diabetes)3–6. The 
number of cases of GDM is rapidly increasing worldwide, in parallel with the obesity epidemic, making the dis-
ease a global health concern7. For example, in urban China, the prevalence of GDM has increased substantially 
from 2.3% in 19998, to 17.5% in 2013, according to the IADPSG criteria9.

There are limited treatment options currently available to women diagnosed with GDM. These include insu-
lin and metformin, which both have caveats attached to their use. Insulin is difficult to administer - requiring 
daily self-injection during pregnancy – and is associated with increased weight gain during pregnancy, which 
itself is known to negatively affect pregnancy outcomes10. Metformin has shown significant promise as a treat-
ment for GDM and other diseases of insulin resistance, but the long-term implications of use during pregnancy 
remain poorly understood11. Because of the personal and economic impact of GDM, the fact that its prevalence 
is increasing, and the lack of effective treatments, much research is dedicated to understanding both the patho-
physiology and treatment of the disease.

Due to ethical and logistical limitations, animal models of human disease are frequently employed in scientific 
research. Animal models can assist in the understanding of the pathophysiology of a disease and in the testing of 
potential treatments. Several animal models of GDM have been developed. These include chemical, dietary, and 
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genetic models. However, these models have various limitations in their replication of GDM. For example, chem-
ical methods (alloxan, streptozotocin) irreversibly destroy the β  cells of the pancreas, resulting in a phenotype 
more reminiscent of type 1 diabetes than of GDM12,13. Dietary models, such as high fat feeding, are effective, but 
lack the pregnancy-specific factor of GDM14,15. Most genetic models are knockouts of genes in the pancreas, again 
simulating type 1 diabetes or non-pregnancy specific glucose intolerance16–19.

One genetic model of GDM - the LepRdb/+  mouse (db/+ ) - is considered a more representative animal 
model of GDM than those aforementioned. db/+  mice are heterozygous for a point mutation of the leptin recep-
tor, which renders the receptor inactive20. While female mice appear normal in the virgin state, they develop 
glucose intolerance during pregnancy21–27. In addition, offspring of db/+  mice suffer similar consequences to 
children affected by GDM (obesity, diabetes in later life)28,29, and db/+  mothers that are allowed to age after giving 
birth also show a phenotype that is reminiscent of post-pregnant mothers afflicted by GDM30,31. As db/+  mice are 
the only model to spontaneously develop hyperglycemia upon the onset of pregnancy, they are a highly relevant 
model of GDM.

While researchers have detailed glucose intolerance, hyperglycemia, increased weight gain, increased food 
intake, impaired blood vessel function, and aberrant metabolic profile in db/+  mice for many years, some recent 
studies have reported a lack of phenotype. Harrod et al. (2011) published findings that indicated normal glucose 
tolerance in pregnant db/+  mice. The GDM phenotype could only be unmasked upon the addition of a high fat 
diet32. Similarly, Pollock et al. (2015) reported improved glucose tolerance in db/+  mice compared to WT mice, 
despite significant hyperleptinemia in the former33. Recently, we studied a potential new treatment for GDM in 
db/+  mice; however, we similarly did not observe glucose intolerance in the model.

The purpose of the current study was to try and determine the cause of the phenotypic discrepancy across 
colonies, in order to prevent further time and money wastage on a model that no longer works. We hypothesised 
that reasons for the loss of phenotype might include: the type of control animal used as a comparison (WT litter-
mates of db/+  mice vs C57BL/6J), the type of diet used (standard laboratory chow or purified diet), the presence/
absence of the marker misty (m) allele (a coat colour allele used in some db/+  colonies in order to allow for quick 
identification of genotype), and the effect of parity (i.e. is the phenotype demonstrable in multiparous animals)? 
These parameters were chosen as all have been shown to have an impact on the ability to observe phenotypes in 
genetically modified mouse models, and, in the case of maternal diet and multiparity, have also been associated 
with the development of GDM in human pregnancies.

These studies were carried out across two sites: the AgResearch small animal containment (SAC) facility in 
Waikato, New Zealand, and Chongqing Medical University in P.R. China. This allowed us to ensure that any con-
clusions drawn were not simply the result of an abnormality in one individual colony.

Methods
Study 1: db/+ mice vs WT mice born from db/+ parents vs C57BL/6J mice. AgResearch SAC, New 
Zealand. In order to determine if the type of control mouse used affects whether or not db/+  mice have compa-
rably poor glucose tolerance, db/+  mice were compared to both WT littermates and C57BL/6J mice.

Animals. db/+  mice (strain B6.BKS(D)-Leprdb/J; stock number 000697) were imported from Jackson 
Laboratories, USA, and housed in the Small Animal Containment Unit at AgResearch, Ruakura, Waikato, New 
Zealand. Heterozygous (db/+ ) pairings were set up in order to produce both db/+  and WT female mice. Mice 
were housed in a light-controlled room (lights on at 0600 h, off at 1800 h) at 22 °C with 30–70% humidity, and 
given ad libitum access to AIN-93G purified diet (Research Diets, NJ, USA: 21.0% kcal from protein, 74% carbo-
hydrate, 5% fat) and water. All animal procedures were approved by the AgResearch Animal Ethics Committee 
(Waikato, New Zealand) in accordance with the New Zealand Animal Welfare Act, 1999.

Genotyping for the Leprdb mutation. Genomic DNA was extracted by boiling 2 mm tail clippings in 75 μ l 25 mM 
NaOH/0.2 mM EDTA for one hour, and adding 75 μ l Tris HCl, pH 5.534. PCR amplification was performed by 
adding 2 μ l genomic DNA to 23 μ l of a cocktail containing 12 μ l KAPA HotStart Ready Mix (KAPA BioSystems, 
MA, USA), 1.2 μ l forward primer (Integrated DNA Technologies, IA, USA - 5′ -AGA ACG GAC ACT CTT TGA 
AGT CTC-3′ ), 1.2 μ l reverse primer (Integrated DNA Technologies, IA, USA - 5′ -CAT TCA AAC CAT AGT 
TTA GGT TTG TGT-3′ ), and 8.6 μ l H20 per reaction. Amplification was carried out in BioRad PCR machine 
using a PCR profile of 1 cycle at 95 °C for 3 mins; 32 cycles of 95 °C for 15 s, 60 °C for 15 s, 72 °C for 15 s, and 
1 cycle at 72 °C for 1 min. The PCR product was then incubated overnight with 25 μ l of a cocktail containing  
1 μ l RsaI restriction enzyme (New England Biolabs, MA, USA), 5 μ l CutSmart buffer (New England Biolabs, MA, 
USA), and 19 μ l H20, per reaction. Finally, the product was run on 4% agarose gel and visualized with ethidium 
bromide. The presence of a band at 135 bp indicated a WT, two bands at 108 and 135 indicated a heterozygote 
(db/+ ), and the presence of a single band at 108 indicated a homozygote. Homozygotes were not used in the 
study. Genotyping was confirmed at the end of each study via an external company (Transnetyx Inc., TN, USA), 
in order to ensure no clerical errors had occurred during the course of the experiment.

Experimental protocol. WT (n =  8), db/+  (n =  8), and C57BL/6J (n =  8) female mice were weaned onto AIN-
93G purified diet at three weeks of age, and remained on the diet for eight weeks. At this point, an oral glucose 
tolerance test (OGTT) was performed according to the method developed by Andrikopoulos et al.35. Mice were 
then mated with genotypically-matched males. When a copulatory plug was detected, female mice were separated 
and singly housed with their food consumption and weight gain monitored. This was denoted day 0.5 of gestation 
(GD0.5). At day 16.5 of gestation (GD16.5), another OGTT was undertaken. At day 18.5 (GD18.5), mice were 
fasted for 6 hours before having a tail vein blood sample taken, and were culled by cervical dislocation. Several 
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organs including the pancreas, liver, and fat depots were removed and snap frozen, and fetuses were weighed 
and measured. Fetuses were also sexed, and fetal tail samples were taken for genotyping, using the same method 
outlined in the previous section. The blood sample was subsequently centrifuged at 10,000 rpm for 10 minutes in 
order to obtain plasma for insulin and leptin analysis.

Plasma analysis. Insulin and leptin ELISAs were carried out according to the manufacturer’s instructions 
(UltraSensitive Mouse Insulin ELISA [Crystal Chem #90080] and Mouse Leptin ELISA [Crystal Chem #90030]). 
Insulin resistance score was determined using HOMA-IR, which was calculated as follows:

=
×
.

‐ fasting glucose fasting insulinHOMA IR ( (mmol/L) (mU/L))
22 5

Study 2: The effect of standard chow (rather than purified diet) on db/+ and WT mice.  
AgResearch SAC, New Zealand. In order to establish whether type of diet affects phenotype, both WT (n =  8) 
and db/+  (n =  8) mice were also put on a standard laboratory chow diet (autoclaved Speciality Feeds Rat and 
Mouse Cubes, Glen Forest, WA, AUS: 23% kcal from protein, 65% carbohydrate, 12% fat). The same procedures 
applied as in Study 1, except mice were weaned onto, and remained on, standard laboratory chow throughout the 
course of the experiment, and no pre-pregnancy OGTT was performed.

Study 3: db/+ mice vs WT mice born from db/+ parents (with the misty allele) vs C57BL6/J 
mice. Chongqing Medical University, P.R. China. In order to establish whether the presence of the misty (m) 
coat colour allele affected whether phenotypic differences were seen across db/+  mice, similar procedures were 
carried out as in Study 1, except using mice with the m allele.

Animals. db/+  mice with the misty allele (Leprdb/+, strain B6.BKS(D)-Leprdb/JNju, stock number: 000697) and 
C57BL/6J mice (strain C57BL/6J Nju, stock number: 000664) were acquired from the Animal Research Centre 
of Nanjing University at 6 weeks of age to establish the db/+  and C57BL/6J colonies. Mice were housed in a 
light-controlled (lights on at 0800 h, off at 2000 h) at 21–25 °C with 30–70% humidity room and given ad libitum  
access to water and standard laboratory chow (60Co irradiated Rat & Mouse Breeder Diet 1035, Beijing HFK 
Bioscience, China: 23.4% kcal from protein, 71.2% carbohydrate, 5.4% fat). All animal procedures were approved 
by the Ethical Committee of Chongqing Medical University (Chongqing, China) in accordance with the 
Chongqing Management Approach of Laboratory Animals (Chongqing government order No. 195).

Genotyping for the Leprdb mutation. Genotyping was performed as in Study 1. In addition, the presence of the 
misty (m) allele in these mice confirmed the genotype. WT mice appeared dark grey in colour, while db/+  mice 
appeared black in colour.

Experimental protocol. The pups of db/+  colony mice were group housed according to genotype. At 
twelve-weeks of age, virgin female db/+  (n =  6), WT littermate control (n =  6) and C57BL/6J control mice (n =  6) 
were housed overnight with age- and genotype- matched male mice. The presence of a copulatory plug the fol-
lowing morning was designated as GD0.5. On GD16.5, an oral glucose tolerance test was performed as in Study 
1. On GD18.5, mice were fasted for 6 hours and then culled via cervical dislocation. Blood was then collected 
via cardiac puncture to be used to measure fasting glucose, insulin and leptin concentrations. The uterus was 
removed, and fetuses and placentas dissected, weighed and measured. Fetuses were also sexed, and fetal tail sam-
ples were taken for genotyping. Maternal fat pads (gonadal, retroperitoneal, perirenal), liver and kidneys were 
removed and weighed.

Measurement of plasma insulin and leptin. Plasma concentrations of insulin and leptin were measured using 
mouse insulin ELISA kit (Shanghai Jianglai Biotech, Shanghai, P.R. China, #KB11459), and mouse leptin ELISA 
kit (Shanghai Jianglai Biotech, Shanghai, P.R. China, #KB11317), according to the manufacturer’s instructions.

Study 4: db/+ vs WT vs C57BL6/J mice in their second pregnancy. Chongqing Medical University, 
P.R. China. In order to investigate whether a second gestation would unveil the GDM phenotype in preg-
nant db/+  mice, female db/+  (n =  6), WT (n =  6), and C57BL/6J control mice (n =  6) were raised and mated 
as in Study 3, but were allowed to litter and nurse their pups. After weaning, the dams were mated with 
genotypically-matched male mice again, in order to produce a second pregnancy. Body weight was measured 
at GD0.5 and GD18.5, and an oral glucose tolerance test was performed at GD16.5, as described in the previous 
studies. Maternal and pup samples were not measured/collected in this study.

Statistical analysis. The results of all studies are presented as the mean ±  standard error of the mean (SEM) 
for the indicated number of mice. Comparisons between groups were made using one-way ANOVA for studies 1 
and 3, and Student’s unpaired t test, for studies 2 and 4. Pup growth data was analysed using three-way ANOVA, 
with maternal genotype, fetal genotype, and fetal sex being the three factors of interest. Statistical significance was 
set at P <  0.05. Statistical analysis and figures were generated using GraphPad Prism.

Results
Study 1: db/+ mice vs WT mice born from db/+ parents vs C57BL6/J mice. Study 1 was designed 
to establish whether the type of control animal (WT mice born of db/+  parents or C57BL6/J mice) affected 
whether or not a gestational diabetes phenotype was observed in db/+  mice fed purified AIN-93G diet.
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Glucose tolerance before and during pregnancy. There were no differences in glucose tolerance prior to preg-
nancy between WT and db/+  mice. db/+  mice had a higher blood glucose concentration than C57BL/6J mice at 
time =  90 (p =  0.016), and time =  120 (p =  0.026). Surprisingly, WT mice had significantly higher blood glucose 
than C57BL/6J mice at every time-point of the glucose tolerance test apart from at fasting (time =  0; Fig. 1A). This 
is reflected by a significant increase in the area under the curve (Fig. 1B; p =  0.015).

There was no difference between db/+  mice and WT mice at any time point during the oral glucose tolerance 
test during pregnancy (GD16.5) (Fig. 1C). db/+  mice had higher blood glucose compared to C57BL/6J mice at 
120 minutes (p =  0.033), but not at any of the other time points. There were no differences in area under the curve 
(AUC) of the oral glucose tolerance test at GD16.5 across any of the groups (Fig. 1D).

Fasting glucose, insulin, and leptin. There were no differences in fasting glucose (Fig. 2A) or plasma insulin 
(Fig. 2B) concentrations between db/+ , WT, or C57BL/6J mice at GD18.5. There were also no differences in 
HOMA-IR across the groups (Fig. 2C). However, db/+  mice had increased fasting plasma leptin concentration 
compared to both WT mice (p =  0.002) and C57BL/6J mice (p <  0.0001) at GD18.5 (Fig. 2D). In addition, WT 
mice had increased plasma leptin compared to C57BL/6J mice (p =  0.009).

Maternal and fetal measurements. db/+  mice were heavier than both WT (p =  0.033) and C57BL6/J (p =  0.0005) 
mice at GD0.5 (Table 1). The difference between db/+  mice and C57BL/6J mice was larger than the difference 
between db/+  mice and WT mice. However, this weight differential did not remain at GD18.5, and there were no 
differences in weight gain, food intake, or energy intake over pregnancy across the groups.

db/+  mice had increased gonadal (p =  0.028) and retroperitoneal fat distribution (p =  0.001) (expressed as % 
body weight [BW]) compared to C57BL6/J mice, and db/+  mice also had increased retroperitoneal fat distribu-
tion compared to WT mice (p =  0.022).

Male pups were heavier than female pups in both fetal weight (p =  0.015), and placental weight (p =  0.038), 
but there were no other differences in fetal growth across groups (Table 2).

Figure 1. There were no consistent differences in glucose tolerance between db/+ mice and either type 
of control strain both prior to, or during, pregnancy. (A) OGTT results prior to the onset of pregnancy 
(12 weeks old). An asterix (*) indicates a significant difference between db/+  and C57BL/6J mice. A pound 
sign (#) indicates a significant difference between WT and C57BL/6J mice (*p <  0.05. ##p <  0.01). db/+  mice 
had significantly higher blood glucose at time =  90, and time =  120 of the glucose tolerance test, compared 
to C57BL/6J mice. WT mice had significantly higher blood glucose than C57BL/6J mice at every time point 
apart from fasting (time =  0). There were no significant differences between WT and db/+  mice. (B) AUC of 
OGTT prior to onset of pregnancy (12 weeks old). WT mice had significantly higher area under the curve than 
C57BL/6J mice, prior to pregnancy (##p <  0.01). (C) OGTT results at GD16.5. db/+  mice had significantly 
higher blood glucose at time =  120 (*p <  0.05). (D) AUC of OGTT at GD16.5.
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Study 2: db/+ mice on standard chow vs purified diet. Study 2 was designed to establish whether 
feeding mice a standard laboratory chow (rather than a purified diet as in Study 1), would unmask a GDM 
phenotype.

Glucose tolerance during pregnancy. There was no difference between db/+  mice and WT mice on laboratory 
chow at any time point during the oral glucose tolerance test at GD16.5 (Fig. 3A). However, db/+  mice had a 
small but significantly larger area under the curve of the OGTT plot than WT mice (Fig. 3B; p =  0.049).

Figure 2. db/+ mice showed marked fasting hyperleptinemia, but no difference in glucose or insulin.  
(A) Fasting blood glucose at GD18.5. (B) Fasting insulin concentrations at GD18.5. (C) HOMA-IR score at 
GD18.5. (D) Fasting leptin concentration at GD18.5. db/+  mice had significantly higher fasting plasma leptin 
than both WT (^^p <  0.01) and C57BL/6J mice (****p <  0.0001). WT mice also had significantly higher plasma 
leptin than C57BL/6J mice (##p <  0.01).

Measurements db/+ WT C57BL/6J

Maternal factors

 GD0.5 body weight (g)* 24.19 ±  0.77 21.92 ±  0.55* 19.86 ±  0.28***

 GD18.5 body weight (g) 38.79 ±  1.31 36.54 ±  0.80 35.77 ±  0.87

 Weight gain over pregnancy (g) 13.73 ±  0.76 14.83 ±  0.73 16.00 ±  0.50

 Food intake over pregnancy (g) 62.78 ±  2.02 59.86 ±  1.66 60.84 ±  1.23

 Energy consumed over pregnancy (kcal) 244.84 ±  7.87 233.45 ±  6.47 237.27 ±  4.81

 Gonadal fat pads weight (% BW)* 0.76 ±  0.11 0.63 ±  0.06 0.46 ±  0.03*

 Perirenal fat pads weight (% BW) 0.35 ±  0.07 0.31 ±  0.05 0.21 ±  0.03

 Retroperitoneal fat pads weight (% BW)** 0.28 ±  0.03 0.18 ±  0.02* 0.13 ±  0.01**

 Liver weight (% BW) 3.69 ±  0.18 3.59 ±  0.20 4.10 ±  0.21

 Kidney weight (% BW) 0.47 ±  0.05 0.47 ±  0.04 0.40 ±  0.02

 Litter size 7.30 ±  0.67 7.67 ±  0.33 7.83 ±  0.60

Table 1.  Maternal measurements across different control groups (Study 1). An asterix (*) in the WT and/
or C57BL/6J column indicates a significant difference between this group and the db/+  group. *P <  0.05, 
**P <  0.01, ***P <  0.001.
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Fasting glucose, insulin, and leptin at GD18.5. There was no difference in fasting glucose between db/+  and WT 
mice at GD18.5 (Fig. 4A). However, unlike the mice fed a purified diet (Study 1), there was a significant difference 
between db/+  and WT mice in fasting plasma insulin concentration and HOMA-IR. db/+  mice had increased 
fasting plasma insulin compared to WT mice (Fig. 4B; p =  0.009). They also had increased insulin resistance com-
pared to WT mice, as measured by HOMA-IR (Fig. 4C; p =  0.039). As with the mice on purified diet (Study 1),  
db/+  mice were significantly hyperleptinemic compared to WT mice (Fig. 4D; p =  0.0003).

Maternal and fetal measurements. db/+  mice were significantly heavier than WT mice at both GD0.5 
(p =  0.049) and GD18.5 (p =  0.003). However, there were no differences between the two groups in weight gain or 
food intake over pregnancy. As with the mice on purified diet (Study 1), db/+  mice had increased fat deposition 
in the gonadal (p =  0.023) and retroperitoneal (p =  0.023) depots (Table 3). Pups from WT dams were longer in 
crown-rump length than pups from db/+  mice (p =  0.018), but there were no other differences in fetal growth 
across groups (Table 4).

Study 3: db/+ mice vs WT mice born from db/+ parents vs C57BL6/J mice (with misty 
allele). Study 3 was designed to establish whether the presence of the coat colour misty (m) allele affects the 
development of the gestational diabetes phenotype in db/+  mice on standard chow diet.

Glucose tolerance during pregnancy. At GD16.5, there was no difference in OGTT results among groups 
(Fig. 5A). There were also no differences in the area under the curve of the OGTT plots (Fig. 5B).

Fasting glucose, insulin, and leptin at GD18.5. At GD18.5, fasting blood glucose and fasting plasma insulin 
concentrations were not significantly different across the groups. Plasma leptin levels in db/+  dams were not 
significantly different compared with WT dams. There was a trend towards an increase in leptin concentration 
when db/+  mice were compared to C57BL/6J dams (Fig. 6D; p =  0.051).

Maternal and fetal measurements. There were no differences in maternal weight on GD0.5, GD18.5 or weight 
gain during pregnancy between db/+ , WT, and C57BL6/J mice. db/+  dams tended to be heavier at GD18.5 com-
pared with WT dams, but this did not reach significance (p =  0.064).

Although there were no differences in body weight across the three groups, significant weight differences were 
observed in maternal fat tissue. The deposition of adipose tissue in db/+  dams was significantly increased in the 
gonadal (p =  0.016 vs. WT mice; p =  0.023 vs. C57BL/6J mice) and perirenal (p =  0.011 vs. WT mice; p =  0.005 

Fetal Sex Male Pups* Female Pups

Maternal genotype WT C57BL/6J db/+ WT C57BL/6J db/+

Fetal genotype WT C57BL/6J WT db/+ db/db WT C57BL/6J WT db/+ db/db

Weight (g)* 1.15 ±  0.05 1.16 ±  0.17 1.18 ±  0.03 1.18 ±  0.03 1.22 ±  0.01 1.03 ±  0.06 1.16 ±  0.03 1.13 ±  0.05 1.14 ±  0.04 0.96 ±  0.03

Crown-rump length 
(mm) 30.9 ±  0.5 30.6 ±  0.3 31.0 ±  0.4 30.9 ±  0.5 31.4 ±  0.2 30.0 ±  0.4 31.1 ±  0.3 30.5 ±  0.6 30.8 ±  0.3 29.7 ±  0.3

Abdominal 
circumference (mm) 25.2 ±  0.5 26.0 ±  0.3 24.9 ±  0.8 25.1 ±  0.5 25.3 ±  0.4 24.6 ±  0.6 25.7 ±  0.5 25.5 ±  0.8 25.5 ±  0.4 24.3 ±  0.3

Placental weight (g)* 0.10 ±  0.00 0.10 ±  0.00 0.10 ±  0.00 0.10 ±  0.00 0.09 ±  0.01 0.08 ±  0.00 0.09 ±  0.00 0.08 ±  0.01 0.09 ±  0.01 0.09 ±  0.01

Fetal:placental ratio 12.3 ±  0.71 11.8 ±  0.52 12.06 ±  0.64 11.72 ±  0.80 13.78 ±  1.78 13.13 ±  0.97 13.35 ±  0.34 14.05 ±  1.37 13.21 ±  1.15 10.32 ±  0.35

Table 2.  Fetal measurements across different control groups (Study 1), broken down according to maternal 
genotype, fetal genotype, and fetal sex. Male pups and placentas weighed more than female pups, indicated by 
the asterix *P <  0.05.

Figure 3. db/+ mice had a significantly larger area under the OGTT curve than WT mice in Study 2. 
(A) OGTT results at GD16.5. (B) AUC of OGTT at GD16.5. The asterix (*) indicates a significant difference 
between db/+  and WT mice in area under the curve (p <  0.05).
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vs. C57BL/6J mice) depots compared with control mice. However, retroperitoneal adipose deposition was sim-
ilar across the groups. Additionally, there were no significant differences in liver or kidney weight across groups 
(Table 5).

Fetal growth was not significantly different across the db/+ , WT, and C57BL/6J groups, even when fetuses 
were analysed separately according to sex and genotype (Table 6).

Figure 4. db/+ mice showed increased fasting blood glucose, insulin, HOMA-IR, and leptin compared 
to WT mice in Study 2. (A) Fasting blood glucose at GD18.5. (B) Fasting insulin concentrations at GD18.5. 
There was a significant difference between db/+  mice and WT mice in insulin concentration (**p <  0.01) (C) 
HOMA-IR score at GD18.5. There was a significant difference between db/+  and WT mice in HOMA-IR 
(*p <  0.05) (D) Fasting leptin concentration at GD18.5. There was a significant difference between db/+  and 
WT mice in fasting leptin concentration (***p <  0.001).

Measurements db/+ WT

Maternal factors

 GD0.5 body weight (g)* 27.34 ±  1.17 23.79 ±  0.96*

 GD18.5 body weight (g)** 43.06 ±  1.19 36.58 ±  1.45**

 Weight gain over pregnancy (g) 15.99 ±  0.56 13.97 ±  1.49

 Food intake over pregnancy (g) 76.06 ±  2.92 73.25 ±  4.66

 Energy consumed over pregnancy (kcal) 254.79 ±  9.78 239.12 ±  17.50

 Gonadal fat pads weight (% BW)* 1.08 ±  0.13 0.62 ±  0.09*

 Perirenal fat pads weight (% BW) 0.38 ±  0.07 0.21 ±  0.07

 Retroperitoneal fat pads weight (% BW)* 0.29 ±  0.04 0.16 ±  0.03*

 Liver weight (% BW) 3.84 ±  0.14 3.75 ±  0.11

 Kidney weight (% BW) 0.41 ±  0.01 0.40 ±  0.03

 Litter size 8.5 ±  0.34 6.83 ±  0.95

Table 3.  Maternal measurements across db/+ and WT females on standard chow (Study 2). An asterix 
(*) in the WT column indicates a significant difference between this group and the db/+  group.*P <  0.05, 
**P <  0.01.
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Study 4: db/+ vs WT vs C57BL/6J mice in their second pregnancy. Study 4 was designed to establish 
whether a second pregnancy would unmask a GDM phenotype in db/+  mice fed standard chow diet.

Glucose tolerance during pregnancy. At GD16.5, there were no differences in OGTT results across the groups 
(Fig. 7A). There were also no differences in the area under the curve of the OGTT plots (Fig. 7B).

Maternal measurements. At GD0.5, db/+  mothers were significantly heavier than WT mothers (p =  0.006) and 
there was a trend towards a significant increase in weight compared with C57BL/6J mothers (p =  0.051). This 
trend continued to GD18.5: db/+  dams was significantly heavier than WT dams (p =  0.024) but not C57BL/6J 
dams (p =  0.059). There were no differences in maternal weight gain over pregnancy across any of the groups 
(Table 7).

Discussion
db/+  mice have been used as a model of GDM in a number of studies that span decades21,36. These animals typ-
ically present with glucose intolerance, insulin resistance, hyperglycemia, increased food intake, and increased 
weight gain during, but not prior to, pregnancy22–27,30,31. However, several recent studies using the model, includ-
ing our own, have been unable to reproduce this phenotype32,33,37. The current study aimed to investigate potential 
reasons for the loss of a GDM phenotype in some colonies. The reason for doing so was in order to potentially 
salvage the model, and to avoid further valuable resources being wasted. We hypothesised that potential reasons 
for the lost phenotype could be the use of different control groups across studies (WT vs. C57BL6/J mice), type 
of diet used (AIN-93G purified diet vs. standard laboratory chow), the presence/absence of the misty (m) allele 
across colonies, and differences in parity.

Study 1 aimed to investigate the differences between db/+  mice and two types of controls – WT offspring of 
db/+  parents, and C57BL/6J mice. Most early studies in db/+  mice (in which a GDM phenotype was observed) 
used C57BL/6J mice as control animals21,26,38. However, some of the more recent db/+  studies, including our own, 
used WT littermates as controls29,33. This is likely due to current recommendations that knockout studies use WT 
offspring of the same parentage as experimental animals as controls, in order to account for epigenetic effects  
in utero39,40. We hypothesised that, while C57BL/6J mice are sufficiently different from db/+  mice to observe a 
difference in phenotype, WT littermates are affected by the heterozygous genotype of their parents, causing them 
to display a phenotype that is not significantly different from their db/+  siblings. This could create the illusion of 
a “missing” phenotype amongst db/+  mice, and we sought to determine if this was the case.

Study 1 found significant differences in glucose tolerance between db/+  mice and C57BL/6J mice prior to 
pregnancy. There were no such differences between db/+  mice and WT mice. This suggests that C57BL/6J mice 

Fetal Sex Male Pups Female Pups

Maternal genotype WT db/+ WT db/+

Fetal genotype WT WT db/+ db/db WT WT db/+ db/db

Weight (g) 1.22 ±  0.08 1.17 ±  0.02 1.15 ±  0.03 1.18 ±  0.04 1.21 ±  0.03 1.06 ±  0.07 1.15 ±  0.03 1.20 ±  0.05

Crown-rump length (mm)* 31.3 ±  0.2* 29.7 ±  0.5 29.9 ±  0.4 30.5 ±  0.3 31.1 ±  0.3* 29.7 ±  0.5 29.7 ±  0.6 31.5 ±  0.8

Abdominal circumference 
(mm) 26.4 ±  0.8 26.0 ±  0.1 25.4 ±  0.7 25.5 ±  0.8 24.1 ±  0.7 24.7 ±  1.8 25.2 ±  1.0 26.5 ±  0.7

Placental weight (g) 0.10 ±  0.00 0.12 ±  0.01 0.12 ±  0.00 0.10 ±  0.00 0.10 ±  0.00 0.09 ±  0.01 0.11 ±  0.00 0.11 ±  0.01

Fetal:placental ratio 11.83 ±  0.97 10.08 ±  0.77 9.93 ±  0.51 11.57 ±  0.63 12.83 ±  0.63 11.2 ±  0.53 11.32 ±  0.74 11.30 ±  0.49

Table 4.  Fetal measurements across db/+ and WT mice on standard chow (Study 2), broken down 
according to maternal genotype, fetal genotype, and fetal sex. Pups from WT dams were longer in length 
than pups from db/+  dams, as indicated by the asterix. *P <  0.05.

Figure 5. There were no differences in glucose tolerance between misty db/+ mice and either type of 
control in Study 3. (A) OGTT results at GD16.5. (B) AUC of OGTT at GD16.5.
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have greater physiological differences compared to db/+  mice, and so are more effective control animals than WT 
mice. However, there were no differences in glucose tolerance across any of the three groups during pregnancy. 
Since the defining feature of GDM is glucose intolerance during pregnancy, this suggests that choice of control 
animal does not affect the observation of GDM in db/+  mice.

In addition to the absence of glucose intolerance during pregnancy, there were no differences between db/+ ,  
WT, and C57BL/6J mice in fasting glucose, insulin, or HOMA-IR. There was, however, a significant difference 
in fasting leptin between all the groups – with the largest difference observed between db/+  and C57BL/6J mice. 
Hyperleptinemia is to be expected due to the fact that db/+  mice have a genetic knockout of the leptin receptor. It 

Figure 6. There were no differences in fasting glucose or insulin between db/+ mice and control mice in 
Study 3, and there was only a slight difference in leptin. (A) Fasting blood glucose at GD18.5. (B) Fasting 
insulin concentrations at GD18.5. (C) HOMA-IR score at GD18.5. (D) Fasting leptin concentration at GD18.5. 
There was almost a significant difference between db/+  and C57BL/6J mice in fasting leptin concentration 
(p =  0.051).

Measurements db/+ WT C57BL/6J

Maternal factors

 GD0.5 body weight (g)* 20.23 ±  0.30 19.72 ±  0.35 19.80 ±  0.48

 GD18.5 body weight (g) 34.13 ±  0.64 32.25 ±  0.64 32.98 ±  0.46

 Weight gain over pregnancy (g) 13.93 ±  0.62 12.37 ±  0.65 13.18 ±  0.26

 Gonadal fat pads weight (% BW)* 0.19 ±  0.02 0.13 ±  0.01* 0.13 ±  0.01*

 Perirenal fat pads weight (% BW)** 0.14 ±  0.02 0.09 ±  0.01* 0.08 ±  0.01**

 Retroperitoneal fat pads weight (% BW) 0.13 ±  0.03 0.10 ±  0.01 0.11 ±  0.01

 Liver weight (% BW) 4.65 ±  0.16 4.72 ±  0.21 4.49 ±  0.15

 Kidney weight (% BW) 0.78 ±  0.04 0.82 ±  0.02 0.80 ±  0.04

 Litter Size 7.2 ±  0.4 6.7 ±  0.2 7.0 ±  0.4

Table 5.  Maternal measurements across different control groups amongst mice with the misty allele (Study 3). 
An asterix (*) in the WT and/or C57BL/6J column indicates a significant difference between this group and the 
db/+  group. *P <  0.05, **P <  0.01.
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is likely that, although the WT mice did not have the knockout themselves, epigenetic effects related to their het-
erozygote parentage made them more susceptible to hyperleptinemia than C57BL/6J mice28. What is interesting, 
however, is that this marked hyperleptinemia did not affect glucose tolerance or insulin resistance. It appears that 
an, as of yet unknown, mechanism prevented the leptin resistance from resulting in these pathologies.

The db/+  mice in Study 1 also put on more weight than both WT and C57BL/6J mice before preg-
nancy, but did not eat more or put on any more weight during pregnancy. This again demonstrates that the 
genetically-determined leptin resistance of db/+  mice was effective at causing issues prior to pregnancy, but for 
whatever reason did not produce the same effects during pregnancy. In addition, db/+  mice showed greater 
fat deposition compared to both control groups, which was likely related to the increased weight gain prior to 
pregnancy.

Further, no differences were observed as a result of genotype in fetal growth measurements in Study 1. Nadif et al.  
(2015) found that maternal genotype did not influence pup growth, while fetal genotype did29. They reported that 
heterozygous and homozygous db fetuses were larger than WT fetuses, as were their placentae. The fact that no 
such finding was observed in our study further supports a lack of phenotype in our colony.

While there were more differences between db/+  mice and C57BL/6J mice than between db/+  mice and WT 
mice, neither group was significantly different compared with db/+  mice. This suggests that using C57BL/6J 
rather than WT mice as controls does not influence whether a GDM phenotype is observed in db/+  mice. 
Therefore, differences in type of control strain used across studies does not appear to be the reason for discrep-
ancies in phenotype.

Study 2 aimed to investigate whether the type of diet fed to db/+  mice – a purified or standard laboratory 
chow – had any effect on phenotype. Many laboratories feed their mice a standard laboratory chow, usually 
made from grain. This can present problems, as chow diets can be prone to batch effects, with differing levels of 

Fetal Sex Male Pups Female Pups

Maternal genotype WT C57BL/6J db/+ WT C57BL/6J db/+

Fetal genotype WT C57BL/6J WT db/+ db/db WT C57BL/6J WT db/+ db/db

Weight (g) 1.12 ±  0.01 1.13 ±  0.02 1.11 ±  0.03 1.14 ±  0.02 1.16 ±  0.04 1.12 ±  0.01 1.09 ±  0.02 1.11 ±  0.03 1.12 ±  0.02 1.15 ±  0.04

Crown-rump length 
(mm) 28.5 ±  0.4 28.9 ±  0.3 28.1 ±  0.9 29.4 ±  0.8 30.3 ±  0.8 29.0 ±  0.3 28.6 ±  0.3 29.4 ±  0.9 29.0 ±  0.6 28.5 ±  0.6

Abdominal 
circumference (mm) 25.7 ±  0.4 25.7 ±  0.4 24.2 ±  0.8 25.0 ±  0.4 26.9 ±  1.7 25.9 ±  0.3 25.7 ±  0.4 25.5 ±  1.2 24.9 ±  0.5 25.5 ±  1.2

Placental weight (g) 0.07 ±  0.00 0.08 ±  0.00 0.08 ±  0.01 0.07 ±  0.00 0.08 ±  0.00 0.07 ±  0.00 0.07 ±  0.00 0.07 ±  0.01 0.08 ±  0.00 0.08 ±  0.01

Fetal:placental ratio 15.69 ±  0.58 15.04 ±  0.32 14.77 ±  1.29 15.72 ±  0.78 15.13 ±  0.53 15.95 ±  0.42 15.10 ±  0.47 16.21 ±  1.20 14.72 ±  0.59 15.12 ±  2.34

Table 6.  Fetal measurements across different control groups amongst mice with the misty allele (Study 3), 
broken down according to maternal genotype, fetal genotype, and fetal sex.

Figure 7. There were no differences in glucose tolerance between multiparous db/+ mice and controls 
in Study 4. (A) OGTT results at GD16.5 of a second pregnancy. (B) AUC of OGTT at GD16.5 of a second 
pregnancy.

Measurements db/+ WT C57BL/6J

GD0.5 body weight (g)* 24.73 ±  0.80 21.82 ±  0.25* 22.67 ±  0.48

GD18.5 body weight (g)* 37.45 ±  1.07 34.25 ±  0.56* 34.65 ±  0.73

Weight gain over pregnancy (g) 12.70 ±  0.30 12.43 ±  0.68 12.87 ±  0.52

Table 7.  Maternal measurements after a second pregnancy. An asterix (*) in the WT and/or C57BL/6J 
column indicates a significant difference between this group and the db/+  group. *P <  0.05.



www.nature.com/scientificreports/

1 1SCIeNTIFIC RePoRTS | 7:45130 | DOI: 10.1038/srep45130

macro- and micronutrients across lots41. Purified diet, however, is kept constant, and is therefore usually pre-
ferred. There have been reports that feeding experimental animals laboratory chow versus a purified diet can 
yield markedly different results42,43. For this reason, we compared db/+  and WT mice fed a standard chow diet in 
addition to the purified diet used in Study 1, to determine if this would unmask the GDM phenotype.

There were more significant differences between WT and db/+  mice on chow diet compared to purified 
diet. Unlike in Study 1, there was a slight but significant difference in glucose tolerance between WT and db/+  
mice during pregnancy, as assessed by the area under the OGTT curve. In addition, db/+  mice had significantly 
increased fasting insulin and leptin, and were insulin resistant according to HOMA-IR. As in Study 1, db/+  mice 
put on more weight prior to pregnancy, but not during pregnancy, and had significantly increased fat deposition. 
It was also found that fetuses from WT dams were significantly longer in crown-rump length than fetuses from 
db/+  dams, but there were no other differences in measures of fetal growth.

It is not particularly clear why the type of diet fed to db/+  mice would influence phenotype so heavily. There 
were no differences in food intake or calorie intake between mice on purified diet and mice on normal chow. The 
major differences between the purified diet and chow diet used were in fat source (saturated vs. unsaturated), fat 
content (15.8% vs. 12%), and fiber content (5% vs. 7.6%)44,45. However, this does not explain why a laboratory 
chow with lowered fat and increased fiber would result in greater glucose intolerance and insulin resistance com-
pared with animals fed a purified diet. Indeed, increased fat and decreased fiber consumption are associated with 
GDM46, and a high fiber diet has improved the db/+  phenotype in past studies47, so these results are the opposite 
of what we would expect. Nevertheless, this finding demonstrates the importance of diet selection when testing 
the strength of a model.

Study 3 aimed to investigate whether the presence of the misty (m) allele within the db/+  colony affects the 
observation of a GDM phenotype. The misty locus is tightly linked to the LepRdb/+ mutation on chromosome 4, 
and can be used as a coat colour marker that allows for quick and easy identification of genotype36,48. By about 
three weeks of age, WT mice appear grey in colour, while db/+  mice appear black. The misty allele was bred out 
of the Jackson colony in 2008, amid claims that the gene was not harmless (as previously believed) and indeed 
affected the db/+  phenotype49,50. For example, misty mice have been reported to exhibit stunted growth, a lack of 
brown fat, altered thermogenesis, impaired bone remodelling, and prolonged bleeding49–51. As these conditions 
affect metabolism, they are likely to influence the appearance of a GDM phenotype. We hypothesised that the 
misty allele is required in order to observe a GDM phenotype in db/+  mice, and that the breeding out of the allele 
could be responsible for the lack of GDM phenotype in recent studies.

The results of Study 3 do not support this hypothesis, as no differences in glucose tolerance were seen between 
db/+ , WT, and C57BL/6J mice. This was the case even though the mice were fed a chow diet – the diet which 
most favors the development of GDM, according to Study 2. Even fasting plasma leptin concentration, which was 
markedly different in Studies 1 and 2, did not quite reach statistical significance in this study. However, increased 
GD0.5 body weight and fat deposition were again observed, further emphasising that the pregnancy-specific 
weight gain typical of previous db/+  models has been lost, but that hyperleptinemia still results in increased 
weight gain prior to pregnancy. Some studies have similarly been unable to replicate the phenotype in misty db/+  
mice, including Harrod et al. (2011) and Bobadilla et al. (2010)32,52. These results suggest that the presence of the 
misty allele does not affect whether a GDM phenotype is observed in db/+  mice.

Finally, Study 4 aimed to test the hypothesis that multiparity would result in a GDM phenotype. Multiparity is 
a known risk factor for GDM53,54. Moreover, we proposed that the effects of multiparity in db/+  mice might com-
pound the effects of aging and increased weight gain before pregnancy, and perhaps result in a more pronounced 
GDM phenotype55,56. However, once again we found no differences in glucose intolerance in mice in their second 
pregnancy. Harrod et al. (2011) similarly conducted glucose tolerance tests in multiparous and aged pregnant 
db/+  mice, and did not find differences between them32. Taken together, it does not appear that multiparity 
affects whether a GDM phenotype is seen in db/+  mice.

Of the four studies conducted, only one found glucose intolerance in db/+  mice compared to WT mice – 
Study 2. This difference was small and only just reached significance (p =  0.049). These mice were fed a standard 
laboratory chow diet rather than a purified diet. This would suggest that this diet is the best to use when using 
db/+  mice as a model of GDM. However, both Study 3 and Study 4 also used standard laboratory chow and saw 
no differences in glucose tolerance between WT and db/+  mice. This further illustrates the unpredictability of the 
model, and the caution that should be exercised when using it.

The combination of all four studies in this paper indicate that none of our hypotheses regarding the possible 
reasons underlying the loss of the db/+  phenotype were correct. Although all studies reported increased weight 
gain prior to pregnancy, and significant hyperleptinemia in db/+  mice, none saw the increased food intake or 
weight gain during pregnancy typical of previous db/+  studies. Glucose intolerance was only observed in one 
study, and even then it was very slight, and not replicable in our Chinese laboratory. Taken together, these results 
suggest that db/+  mice have become ineffective as a model of GDM.

The mice involved in these studies were acquired from either Jackson laboratories or the Nanjing University 
animal research center shortly before the onset of the study. At this point, it appears that the lost phenotype could 
be the result of adaptation within the two colonies themselves. The mice still exhibit hyperleptinemia, increased 
weight gain before pregnancy, and increased fat deposition, but do not show the hallmark characteristics of ges-
tational diabetes – namely impaired glucose tolerance and increased fasting glucose during pregnancy. This sug-
gests that the mice were able to overcome their genetically-determined leptin resistance and prevent excess weight 
gain and glucose intolerance during pregnancy.

There are several possible ways this adaptation could have occurred. Lack of phenotype amongst knockout 
mice is not uncommon, and, if genuine, is referred to as phenotypic robustness. There are two potential mecha-
nisms that drive phenotypic robustness: 1) genetic buffering – in which alternate pathways for the process exist 
in the animal, and 2) functional complementation – in which genes can fully or partially substitute the function 
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of another (genetic redundancy)57. If indeed either of these were the case in our mice, the process must have 
occurred independently of the development of leptin resistance, which was still present in our colonies. This 
process would also likely be pregnancy-specific, since pre-pregnancy weight gain and even a degree of glucose 
intolerance was observed in our studies prior to pregnancy, while weight gain, food intake, and glucose tolerance 
during pregnancy were not altered. Perhaps, in order to improve pregnancy outcomes, functional complemen-
tation and/or genetic redundancy “stepped in” to prevent overeating, excess weight gain, and glucose intolerance 
during pregnancy.

Another potential mechanism by which the phenotype disappeared could be environmental differences across 
animal facilities. For instance, there is increasing evidence to suggest that the microbiota of laboratory animals 
can influence phenotype58–60. While we did attempt to subvert this by conducting experiments from two different 
colonies in two different facilities/countries, it is possible that environmental conditions in both of our laborato-
ries were such that we were unable to observe a GDM phenotype.

Groups that have recently reported glucose intolerance in their db/+  mice may have had an established col-
ony that still exhibited the phenotype. These include Xing et al. (2015, 2016) and Nadif et al. (2015)23,24,29. These 
groups had previously published papers on the db/+  model, suggesting they had an established colony. A com-
parison of the genome/microbiome of db/+  mice from these colonies and those from the Jackson and Nanjing 
laboratories could reveal the source of the resistance to the phenotype.

As a final note, it is important to add that while homozygote mice were not used in these particular exper-
iments, those that were born (approximately ¼ of the mice in the litters of heterozygote pairings) appeared to 
exhibit the homozygote phenotype. That is to say they were noticeably obese starting at approximately 4 weeks of 
age, and required more regular cage maintenance due to frequent urination. While no objective measurements 
were taken from these animals, it appears that there was no loss of phenotype in the homozygote db/db animals, 
which are commonly used as models of type 2 diabetes. Therefore, our concern about the loss of the db/+  pheno-
type only applies to pregnant db/+  mice, used for research into GDM.

In conclusion, it does not appear that the methodological differences explored here can explain the differing 
presence of the db/+  phenotype in several recent publications. We believe that the mice strains used in this study 
have possibly adapted to leptin resistance during pregnancy, and therefore avoid glucose intolerance. Genetic 
sequencing of these animals may be required in order to ascertain the source of the lost phenotype. We recom-
mend that researchers do not use db/+  mice as a model of GDM without first establishing whether glucose intol-
erance is present in their particular colony.

References
1. Balaji, V. et al. A1C in Gestational Diabetes Mellitus in Asian Indian Women. Diabetes Care 30, 1865–1867 (2007).
2. Seshiah, V., Balaji, V., Balaji, M. S., Sanjeevi, C. B. & Green, A. Gestational diabetes mellitus in India. J. Assoc. Physicians India 52, 

707–711 (2004).
3. Kc, K., Shakya, S. & Zhang, H. Gestational diabetes mellitus and macrosomia: a literature review. Ann. Nutr. Metab. 66 Suppl 2, 

14–20 (2015).
4. Nehring, I., Chmitorz, A., Reulen, H., von Kries, R. & Ensenauer, R. Gestational diabetes predicts the risk of childhood overweight 

and abdominal circumference independent of maternal obesity. Diabet. Med. J. Br. Diabet. Assoc. 30, 1449–1456 (2013).
5. Poston, L. Maternal obesity, gestational weight gain and diet as determinants of offspring long term health. Best Pract. Res. Clin. 

Endocrinol. Metab. 26, 627–639 (2012).
6. Vohr, B. R. & Boney, C. M. Gestational diabetes: The forerunner for the development of maternal and childhood obesity and 

metabolic syndrome? J. Matern. Fetal Neonatal Med. 21, 149–157 (2008).
7. Ferrara, A. Increasing Prevalence of Gestational Diabetes Mellitus A public health perspective. Diabetes Care 30, S141–S146 (2007).
8. Zhang, F. et al. Increasing prevalence of gestational diabetes mellitus in Chinese women from 1999 to 2008. Diabet. Med. J. Br. 

Diabet. Assoc. 28, 652–657 (2011).
9. Zhu, W.-W. et al. Evaluation of the value of fasting plasma glucose in the first prenatal visit to diagnose gestational diabetes mellitus 

in china. Diabetes Care 36, 586–590 (2013).
10. Ainuddin, J., Karim, N., Hasan, A. A. & Naqvi, S. A. Metformin versus insulin treatment in gestational diabetes in pregnancy in a 

developing country: a randomized control trial. Diabetes Res. Clin. Pract. 107, 290–299 (2015).
11. Feig, D. S. & Moses, R. G. Metformin Therapy During Pregnancy Good for the goose and good for the gosling too? Diabetes Care 34, 

2329–2330 (2011).
12. Schnedl, W. J., Ferber, S., Johnson, J. H. & Newgard, C. B. STZ Transport and Cytotoxicity: Specific Enhancement in GLUT2-

Expressing Cells. Diabetes 43, 1326–1333 (1994).
13. Gorus, F. K., Malaisse, W. J. & Pipeleers, D. G. Selective uptake of alloxan by pancreatic B-cells. Biochem. J. 208, 513–515 (1982).
14. Holemans, K., Caluwaerts, S., Poston, L. & Van Assche, F. A. Diet-induced obesity in the rat: A model for gestational diabetes 

mellitus. Am. J. Obstet. Gynecol. 190, 858–865 (2004).
15. Liang, C., DeCourcy, K. & Prater, M. R. High–saturated-fat diet induces gestational diabetes and placental vasculopathy in C57BL/6 

mice. Metabolism 59, 943–950 (2010).
16. Demirci, C. et al. Loss of HGF/c-Met Signaling in Pancreatic β -Cells Leads to Incomplete Maternal β -Cell Adaptation and 

Gestational Diabetes Mellitus. Diabetes 61, 1143–1152 (2012).
17. Karnik, S. K. et al. Menin Controls Growth of Pancreatic ß-Cells in Pregnant Mice and Promotes Gestational Diabetes Mellitus. 

Science 318, 806–809 (2007).
18. Huang, C., Snider, F. & Cross, J. C. Prolactin Receptor Is Required for Normal Glucose Homeostasis and Modulation of β -Cell Mass 

during Pregnancy. Endocrinology 150, 1618–1626 (2009).
19. Plank, J. L., Frist, A. Y., LeGrone, A. W., Magnuson, M. A. & Labosky, P. A. Loss of Foxd3 Results in Decreased β -Cell Proliferation 

and Glucose Intolerance During Pregnancy. Endocrinology 152, 4589–4600 (2011).
20. Chen, H. et al. Evidence That the Diabetes Gene Encodes the Leptin Receptor: Identification of a Mutation in the Leptin Receptor 

Gene in db/db Mice. Cell 84, 491–495 (1996).
21. Kaufmann, R. C. et al. An animal model of gestational diabetes. Am. J. Obstet. Gynecol. 141, 479–482 (1981).
22. Yamashita, H., Shao, J., Qiao, L., Pagliassotti, M. & Friedman, J. E. Effect of Spontaneous Gestational Diabetes on Fetal and Postnatal 

Hepatic Insulin Resistance in Leprdb/+  Mice. Pediatr. Res. 53, 411–418 (2003).
23. Xing, B.-H., Yang, F.-Z. & Wu, X.-H. Naringenin enhances the efficacy of human embryonic stem cell-derived pancreatic endoderm 

in treating gestational diabetes mellitus mice. J. Pharmacol. Sci. 131, 93–100 (2016).



www.nature.com/scientificreports/

13SCIeNTIFIC RePoRTS | 7:45130 | DOI: 10.1038/srep45130

24. Xing, B. et al. Human embryonic stem cell–derived pancreatic endoderm alleviates diabetic pathology and improves reproductive 
outcome in C57BL/KsJ-Lepdb/+  gestational diabetes mellitus mice. Nutr. Res. 35, 603–609 (2015).

25. Yao, L. et al. Resveratrol relieves gestational diabetes mellitus in mice through activating AMPK. Reprod. Biol. Endocrinol. RBE 13, 
(2015).

26. Yamashita, H. et al. Leptin Administration Prevents Spontaneous Gestational Diabetes in Heterozygous Leprdb/+  Mice: Effects on 
Placental Leptin and Fetal Growth. Endocrinology 142, 2888–2897 (2001).

27. Ishizuka, T. et al. Effects of overexpression of human GLUT4 gene on maternal diabetes and fetal growth in spontaneous gestational 
diabetic C57BLKS/J Lepr(db/+ ) mice. Diabetes 48, 1061–1069 (1999).

28. Lambin, S. et al. Adipose tissue in offspring of Lepr(db/+ ) mice: early-life environment vs. genotype. Am. J. Physiol. Endocrinol. 
Metab. 292, E262–271 (2007).

29. Nadif, R. et al. The Maternal Environment Programs Postnatal Weight Gain and Glucose Tolerance of Male Offspring, but Placental 
and Fetal Growth Are Determined by Fetal Genotype in the Leprdb/+  Model of Gestational Diabetes. Endocrinology 156, 360–366 
(2014).

30. Stanley, J. L., Sankaralingam, S., Baker, P. N. & Davidge, S. T. Previous gestational diabetes impairs long-term endothelial function 
in a mouse model of complicated pregnancy. Am. J. Physiol. Regul. Integr. Comp. Physiol. 299, R862–870 (2010).

31. Stanley, J. L. et al. Effect of gestational diabetes on maternal artery function. Reprod. Sci. Thousand Oaks Calif 18, 342–352 (2011).
32. Harrod, J. S., Rada, C. C., Pierce, S. L., England, S. K. & Lamping, K. G. Altered contribution of RhoA/Rho kinase signaling in 

contractile activity of myometrium in leptin receptor-deficient mice. Am. J. Physiol. - Endocrinol. Metab. 301, E362–E369 (2011).
33. Pollock, K. E. et al. Hyperleptinemia During Pregnancy Decreases Adult Weight of Offspring and Is Associated With Increased 

Offspring Locomotor Activity in Mice. Endocrinology 156, 3777–3790 (2015).
34. Truett, G. E. et al. Preparation of PCR-quality mouse genomic DNA with hot sodium hydroxide and tris (HotSHOT). BioTechniques 

2952, 54 (2000).
35. Andrikopoulos, S., Blair, A. R., Deluca, N., Fam, B. C. & Proietto, J. Evaluating the glucose tolerance test in mice. Am. J. Physiol. 

Endocrinol. Metab. 295, E1323–1332 (2008).
36. Chick, W. L., Lavine, R. L. & Like, A. A. Studies in the diabetic mutant mouse. V. Glucose tolerance in mice homozygous and 

heterozygous for the diabetes (db) gene. Diabetologia 6, 257–262 (1970).
37. Talton, O. O. et al. Maternal Hyperleptinemia Improves Offspring Insulin Sensitivity in Mice. Endocrinology en20161039, doi: 

10.1210/en.2016-1039 (2016).
38. Shao, J., Yamashita, H., Qiao, L., Draznin, B. & Friedman, J. E. Phosphatidylinositol 3-kinase redistribution is associated with skeletal 

muscle insulin resistance in gestational diabetes mellitus. Diabetes 51, 19–29 (2002).
39. Simpson, E. M. et al. Genetic variation among 129 substrains and its importance for targeted mutagenesis in mice. Nat. Genet. 16, 

19–27 (1997).
40. Holmdahl, R. & Malissen, B. The need for littermate controls. Eur. J. Immunol. 42, 45–47 (2012).
41. Tordoff, M. G., Pilchak, D. M., Williams, J. A., McDaniel, A. H. & Bachmanov, A. A. The maintenance diets of C57BL/6J and 129X1/

SvJ mice influence their taste solution preferences: implications for large-scale phenotyping projects. J. Nutr. 132, 2288–2297 (2002).
42. Apolzan, J. W. & Harris, R. B. S. Differential effects of chow and purified diet on the consumption of sucrose solution and lard and 

the development of obesity. Physiol. Behav. 105, 325–331 (2012).
43. Kozul, C. D. et al. Laboratory diet profoundly alters gene expression and confounds genomic analysis in mouse liver and lung. Chem. 

Biol. Interact. 173, 129–140 (2008).
44. Chassaing, B. et al. Lack of soluble fiber drives diet-induced adiposity in mice. Am. J. Physiol. Gastrointest. Liver Physiol. 309, 

G528–541 (2015).
45. Goto, T., Kubota, Y. & Toyoda, A. Effects of diet quality on vulnerability to mild subchronic social defeat stress in mice. Nutr. 

Neurosci. doi: 10.1179/1476830515Y.0000000017 (2015).
46. Zhang, C., Liu, S., Solomon, C. G. & Hu, F. B. Dietary Fiber Intake, Dietary Glycemic Load, and the Risk for Gestational Diabetes 

Mellitus. Diabetes Care 29, 2223–2230 (2006).
47. Lee, S. M. The effect of a high fibre diet on diabetic nephropathy in the db/db mouse. Diabetologia 22, 349–353 (1982).
48. Gunnarsson, R. Function of the pancreatic B-cell during the development of hyperglycaemia in mice homozygous for the mutations 

‘diabetes’ (db) and ‘misty’ (m). Diabetologia 11, 431–438 (1975).
49. Sviderskaya, E. V., Novak, E. K., Swank, R. T. & Bennett, D. C. The murine misty mutation: phenotypic effects on melanocytes, 

platelets and brown fat. Genetics 148, 381–390 (1998).
50. Truett, G. E., Tempelman, R. J., Walker, J. A. & Wilson, J. K. Misty (m) affects growth traits. Am. J. Physiol. 275, R29–32 (1998).
51. Motyl, K. J. et al. Altered thermogenesis and impaired bone remodeling in Misty mice. J. Bone Miner. Res. Off. J. Am. Soc. Bone 

Miner. Res. 28, 1885–1897 (2013).
52. Bobadilla, R. A., Bree, R., van Vercruysse, L., Pijnenborg, R. & Verhaeghe, J. Placental Effects of Systemic Tumour Necrosis Factor-α  

in an Animal Model of Gestational Diabetes Mellitus. Placenta 31, 1057–1063 (2010).
53. Schwartz, N., Nachum, Z. & Green, M. S. The prevalence of gestational diabetes mellitus recurrence–effect of ethnicity and parity: a 

metaanalysis. Am. J. Obstet. Gynecol. 213, 310–317 (2015).
54. Moses, R. G. The recurrence rate of gestational diabetes in subsequent pregnancies. Diabetes Care 19, 1348–1350 (1996).
55. Boghossian, N. S. et al. Changes in diabetes status between pregnancies and impact on subsequent newborn outcomes. Am. J. Obstet. 

Gynecol. 210, 431.e1–14 (2014).
56. Savvidou, M. et al. First-trimester prediction of gestational diabetes mellitus: examining the potential of combining maternal 

characteristics and laboratory measures. Diabetes 59, 3017–3022 (2010).
57. Barbaric, I., Miller, G. & Dear, T. N. Appearances can be deceiving: phenotypes of knockout mice. Brief. Funct. Genomic. Proteomic. 

6, 91–103 (2007).
58. Falcone, E. L. et al. Colitis susceptibility in p47(phox− /− ) mice is mediated by the microbiome. Microbiome 4, 13 (2016).
59. Keubler, L. M., Buettner, M., Häger, C. & Bleich, A. A Multihit Model: Colitis Lessons from the Interleukin-10–deficient Mouse. 

Inflamm. Bowel Dis. 21, 1967–1975 (2015).
60. Ericsson, A. C. et al. Effects of vendor and genetic background on the composition of the fecal microbiota of inbred mice. PloS One 

10, e0116704 (2015).

Acknowledgements
The authors would like to thank Robert Smith for his animal assistance, Dr Clare Reynolds and Thashma 
Ganapathy for technical assistance, and Dr Charlotte Oyston for manuscript assistance.

Author Contributions
J.P. conducted, analysed, and wrote studies 1 and 2 and X.Y. conducted, analysed, and wrote studies 3 and 4. R.B. 
assisted in conducting studies 1 and 2. C.T., H.Z., and H.B. assisted in conducting studies 3 and 4. M.V., P.B., and 
J.S. assisted in analysis and reviewed all of the studies.



www.nature.com/scientificreports/

1 4SCIeNTIFIC RePoRTS | 7:45130 | DOI: 10.1038/srep45130

Additional Information
Competing Interests: The authors declare no competing financial interests.
How to cite this article: Plows, J. F. et al. Absence of a gestational diabetes phenotype in the LepRdb/+  mouse is 
independent of control strain, diet, misty allele, or parity. Sci. Rep. 7, 45130; doi: 10.1038/srep45130 (2017).
Publisher's note: Springer Nature remains neutral with regard to jurisdictional claims in published maps and 
institutional affiliations.

This work is licensed under a Creative Commons Attribution 4.0 International License. The images 
or other third party material in this article are included in the article’s Creative Commons license, 

unless indicated otherwise in the credit line; if the material is not included under the Creative Commons license, 
users will need to obtain permission from the license holder to reproduce the material. To view a copy of this 
license, visit http://creativecommons.org/licenses/by/4.0/
 
© The Author(s) 2017

http://creativecommons.org/licenses/by/4.0/

	Absence of a gestational diabetes phenotype in the LepRdb/+ mouse is independent of control strain, diet, misty allele, or parity
	Introduction
	Methods
	Study 1: db/+ mice vs WT mice born from db/+ parents vs C57BL/6J mice
	AgResearch SAC, New Zealand
	Animals
	Genotyping for the Leprdbmutation
	Experimental protocol
	Plasma analysis

	Study 2: The effect of standard chow (rather than purified diet) on db/+ and WT mice
	AgResearch SAC, New Zealand

	Study 3: db/+ mice vs WT mice born from db/+ parents (with the misty allele) vs C57BL6/J mice
	Chongqing Medical University, P.R. China
	Animals
	Genotyping for the Leprdbmutation
	Experimental protocol
	Measurement of plasma insulin and leptin

	Study 4: db/+ vs WT vs C57BL6/J mice in their second pregnancy
	Chongqing Medical University, P.R. China

	Statistical analysis

	Results
	Study 1: db/+ mice vs WT mice born from db/+ parents vs C57BL6/J mice
	Glucose tolerance before and during pregnancy
	Fasting glucose, insulin, and leptin
	Maternal and fetal measurements

	Study 2: db/+ mice on standard chow vs purified diet
	Glucose tolerance during pregnancy
	Fasting glucose, insulin, and leptin at GD18.5
	Maternal and fetal measurements

	Study 3: db/+ mice vs WT mice born from db/+ parents vs C57BL6/J mice (with misty allele)
	Glucose tolerance during pregnancy
	Fasting glucose, insulin, and leptin at GD18.5
	Maternal and fetal measurements

	Study 4: db/+ vs WT vs C57BL/6J mice in their second pregnancy
	Glucose tolerance during pregnancy
	Maternal measurements


	Discussion
	Additional Information
	Acknowledgements
	References




